RESPONSE TO RESTRICTION REQUIREMENT 
U.S. Appln. No. 10/535,414 (Q87920) 

AMENDMENTS TO THE CLAIMS 

This listing of claims will replace all prior versions and 
listings of claims in the application: 

LISTING OF CLAIMS: 

Claim 1. (Cancelled). 

Claim 2. (Currently Amended) A set of oligonucleotide probes-as 
claimed — ±r — claim — 1, wherein said set consists of not more than 
1000 oligonucleotide probes and said set comprises each of the 
following 351 oligonucleotides probes arc each selected from: 
an oligonucleotide: having a the sequences as set forth in 
SEQ ID Nos. 1, 2, 3, 4, 5, 11, 12, 13, 19, 25, 31, 32, 33, 34, 36, 
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-with the proviso that any of said 351 oligonucleotides or a 
combination thereof may be replaced in said set with (i) an 

oligonuceotide fragment (s) of the repective said 

scqucncc oligonucleotide (s) being replaced , which fragment is at 

least 15 bases nucleotides in length, (ii)e a e an 

oligonucleotide (s) with a complementary — having a sequence 

complementary to the respective oligoucleotide ( s ) being 
replaced , or (iii) a functionally equivalent an_oligonucleotide_(_s)_ 
which is functionally equivalent to the respective 
oligonucleotide (s) being replaced and which hybridizes under 
conditions of high stringency to any — ef- — said — af orcmcnt ioncd — the 
respective oligonucleotide (s ) being replaced . 
Claim 3. (Cancelled) 

Claim 4. (Currently Amended) A-The set of oligonucleotide 
probes as claimed in claim i2, wherein each probe in said set 
binds to a different transcript. 

Claim 5. (Currently Amended) AThe set as claimed in 
claim 2i, wherein said set consists of from 10 to not more than 
500 oligonucleotide probes. 

Claims 6-8. (Cancelled). 
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Claim 9. (Currently Amended) A-The set of oligonucleotide 
probes as claimed in claim 12, wherein said probes are 
immobilized on one or more solid supports. 

Claims 10-12. (Cancelled). 

Claim 13. (Currently Amended) A kit comprising a set of 
oligonucleotide probes as claimed in claim 21 immobilized on one or more 
solid supports. 

Claims 14-15. (Cancelled). 

Claim 16. (Currently Amended) A method for determining the gene 
expression pattern of a cell, comprising at least the steps of: 

a) isolating mRNA from said cell, which may optionally 
be reverse transcribed to cDNA; 

b) hybridizing the mRNA or cDNA of step a) to a set of 
oligonucleotide probes as defined in claim 12; and 

c) assessing the amount of mRNA or cDNA hybridizing to 
each of said probes to produce said pattern. 

Claim 17. (Currently Amended) A method of preparing a standard 
gene transcript pattern characteristic of a disease or condition or 
stage thereof in an organism comprising at least the steps of : 

a) isolating mRNA from the cells of a sample of one 
or more organisms having the disease or condition 
or stage thereof, which may optionally be reverse 
transcribed to cDNA; 

b) hybridizing the mRNA or cDNA of step a) to a set of 
oligonucleotide probes as defined in claim 12 
specific for said disease or condition or stage thereof 
in an organism and sample thereof corresponding to the 
organism and sample thereof under investigation; and 
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c) assessing the amount of mRNA or cDNA hybridizing to 
each of said probes to produce a characteristic 
pattern reflecting the level of gene expression of 
genes to which said oligonucleotide probes bind, in 
the sample with the disease, condition or stage 
thereof . 

Claim 18. (Currently Amended) A method of preparing a test gene 
transcript pattern comprising at least the steps of: 

a) isolating mRNA from the cells of a sample of said 
test organism, which may optionally be reverse 
transcribed to cDNA; 

b) hybridizing the mRNA or cDNA of step a) to a set of 
oligonucleotide probes as defined in claim 2i specific 
for a disease or condition or stage thereof in an 
organism and sample thereof corresponding to the 
organism and sample thereof under investigation; and 

c) assessing the amount of mRNA or cDNA hybridizing 
to each of said probes to produce said pattern, 
which reflects the level of- gene expression of genes 
to which said oligonucleotide probes bind, in said 
sample . 

Claim 19. (Currently Amended) A method of diagnosing or 
identifying or monitoring a disease or condition or stage thereof in an 
organism, comprising the steps of: 

a) isolating mRNA from the cells of a sample of said 
organism, which may optionally be reverse 
transcribed to cDNA; 

b) hybridizing the mRNA or cDNA of step a) to a set 
of oligonucleotide probes as defined in claim 12 
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specific for said disease or condition thereof in 
an organism and sample thereof corresponding to the 
organism and sample thereof under investigation; 

c) assessing the amount of mRNA or cDNA hybridizing 
to each of said probes to produce a characteristic 
pattern reflecting the level of gene expression of 
genes to which said oligonucleotide probes bind in 
said sample; and 

d) comparing said pattern to a standard diagnostic 
pattern prepared by 

i) isolating mRNA from the cells of a sample of 
one or more organisms having the disease or 
condition or stage thereof, which may 
optionally be reverse transcribed to cDNA; 

ii) hybridizing the mRNA or cDNA of step i) to said 
set of oligonucleotides probes; and 

iii) assessing the amount of mRNA or cDNA 
hybridizing to each of said probes to produce a 
characteristic pattern reflecting the level of 
gene expression of genes to which said 
oligonucleotides bind, in the sample with the 
disease, condition or stage thereof, wherein 
the sample is from an organism corresponding 
to the organism and sample under 
investigation, 

to thereby determine the degree of correlation indicative 
of the presence of said disease or condition or a stage 
thereof in the organism under investigation. 
Claims 20-22. (Cancelled). 
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Claim 23. (Currently Amended) AThe method as claimed 

in claim 17, wherein said probes arc oligonucleotide probes selected 
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481 , — 482 , — 484 , — 487 , — 489 , — 490 , 


474, 475, 176, 477, 178, 479, 180, 
496, 497, 498, 499 or 501, 
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stringency to any of — said aforementioned oligonucleotides and said 



disease is breast cancer. 

Claims 24-27. (Cancelled). 

Claim 28. (Currently Amended) A The method as claimed in 
claim 17, wherein said pattern is expressed as an array of numbers 
relating to the expression level associated with each probe . 

Claim 29. (Currently Amended) AThe method as claimed in 
claim 17, wherein said organism is a eukaryotic organism, preferably 
a mammal . 

Claim 30. (Currently Amended) AThe method as claimed in 
claim 2 9 wherein said organism is a human. 
Claim 31. (Cancelled) . 

Claim 32. (Currently Amended) AThe method as claimed in 
claim 17, wherein said disease is cancer or a degenerative brain 
disorder. 

Claim 33. (Currently Amended) AThe method as claimed in 
claim 17, wherein said sample is tissue, body fluid or body waste. 

Claim 34. (Currently Amended) AThe method as claimed in 
claim 17, wherein said sample is peripheral blood. 

Claim 35. (Currently Amended) AThe method as claimed in 
claim 17, wherein the cells in the sample are not disease cells, have 
not been in contact with such cells and do not originate from the site 
of the disease or condition. 

- 8 - 



RESPONSE TO RESTRICTION REQUIREMENT 
U.S. Appln. No. 10/535,414 (Q87920) 



Claims 36-37. (Cancelled) 



